A taxonomic study was performed on strain MSL-08 T , which was isolated from a soil sample collected from Bigeum Island. The novel isolate was aerobic and Gram-positive. Cells were short and motile rods. Growth temperature ranged from 20 to 28 6C and the pH for growth ranged from 6.5 to 12.0. The optimum growth temperature and pH were 28 6C and 7.3, respectively. The predominant menaquinone was MK-9. Cell wall analysis showed B-type peptidoglycan containing 2,4-diaminobutyric acid, alanine, glycine, glutamate and lysine. The diagnostic phospholipids were diphosphatidylglycerol and phosphatidylglycerol. The major fatty acids were ai-C 15 : 0 , i-C 16 : 0 , C 18 : 1 v7c and ai-C 17 : 0 . The DNA G+C content was 67.5 mol%. Phylogenetic analysis based on the 16S rRNA gene sequence indicated that strain MSL-08
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T had less than 97 % similarity to any recognized species of the genus Frigoribacterium. Frigoribacterium faeni DSM 10309
T was found to be the closest neighbour (96.95 %) to the novel strain. Based on the 16S rRNA gene sequence analysis and phenotypic characteristics, it is proposed that strain MSL-08 T represents a novel member of the genus Frigoribacterium for which the name Frigoribacterium mesophilum sp. nov. is proposed. The type strain is MSL-08
The genus Frigoribacterium, with the type species Frigoribacterium faeni, was proposed by Kämpfer et al. (2000) for a psychrophilic strain isolated from airborne hay dust and air inside a museum. In this study, we report the isolation and identification of strain MSL-08 T , the first mesophilic organism of this genus, with an optimum growth temperature of 26-28 u C.
During the isolation of industrially important microorganisms from diverse soil samples in Korea, strain MSL-08 T was isolated from a soil sample collected from Bigeum Island, Republic of Korea, after incubation for 2 weeks at 28 u C on R2A medium (10-fold dilution). The isolate was maintained on modified R2A agar slants and as glycerol suspensions (20 %, w/v) at -70 uC. Biomass for chemical and molecular systematic studies was obtained from cultures grown in 2-fold diluted R2A medium incubated at 28 u C for 7-10 days.
Morphology and motility of cells were examined by using light microscopy and scanning electron microscopy. Gram staining was carried out using the standard Gram reaction combined with the KOH lysis test method (Cerny, 1978) . Growth at different temperatures, salt concentrations (w/v) and pH values was investigated as described by Tang et al. (2003) . The pH was regulated by using autoclaved Na 2 CO 3 .
The following buffers were used to control the pH range; pH 6.0, 7.0 and 8.0, 0.1 M KH 2 PO 4 /0.1 M NaOH; pH 9.0 and 10.0, 0.1 M NaHCO 3 /0.1 M Na 2 CO 3 ; pH 11.0, 0.05 M Na 2 HPO 4 /0.1 M NaOH, and pH 12.0, 0.2 M KCl/0.2 M NaOH, with modified R2A used as the basic medium. Metabolic properties were determined using API ZYM test kits (bioMérieux) according to the manufacturer's instructions. Other physiological and biochemical tests such as cell morphology, motility, acid production and assimilation of carbon sources were performed as described previously (Kämpfer et al., 2000) .
The procedures for the identification of cell-wall amino acids and sugars followed those described by Staneck & Roberts (1974) . Polar lipids were extracted, examined by two-dimensional TLC and identified using the procedures of Minnikin et al. (1984) . Menaquinones were extracted using the methods of Minnikin et al. (1984) and separated by HPLC (Kroppenstedt, 1982) . Cellular fatty acid content was determined as described by Sasser (1990) using the Microbial Identification System (MIDI, Inc.). The amino acids found in the peptidoglycan layer of strain MSL-08 T were 2,4-diaminobutyric acid, alanine, glycine, glutamate and lysine instead of ornithine indicating a B2b-type wall chemotype according to the classification of Schleifer & Kandler (1972) . The predominant menaquinone was MK-9. Phospholipids present in strain MSL-08 T were diphosphatidylglycerol, phosphatidylglycerol and some glycolipids. The cellular fatty acid content of strain T is given in the species description.
Chromosomal DNA from strain MSL-08 T was prepared following the method of Marmur (1961) . The G+C content of the DNA was determined using the thermal denaturation method of Marmur & Doty (1962) .
Amplification of the 16S rRNA gene sequence was performed as described by Cui et al. (2001) . The identification of the phylogenetic neighbours and calculation of pairwise 16S rRNA gene sequence similarity was conducted using the EzTaxon server (http://www.eztaxon. org/; Chun et al., 2007) and sequences were aligned using the CLUSTAL_X program (Thompson et al., 1997) . A phylogenetic tree was constructed using the neighbourjoining method of Saitou & Nei (1987) from K nuc values (Kimura, 1980 (Kimura, , 1983 . The reliability of the phylogenetic tree was evaluated using the bootstrap resampling method of Felsenstein (1985) with 1000 replicates.
Phylogenetic analysis of the 16S rRNA gene sequence (1476 nucleotides) revealed that the novel isolate fell within the cluster with the genus Frigoribacterium (Fig. 1) . Strain MSL-08
T formed a monophyletic clade with Frigoribacterium faeni at a low nucleotide sequence similarity (96.95 %). The relationship was confirmed in all three tree making analyses; least-squares (Fitch & Margoliash, 1967) , maximum-likelihood (Felsenstein, 1981) and neighbour-joining (Fig. 1) T . Asterisks indicate branches that were recovered using least-squares (Fitch & Margoliash, 1967) , maximum-likelihood (Felsenstein, 1981) and maximum-parsimony (Kluge & Farris, 1969) 
